Biological microarray interpretation: the rules of engagement.
Gene expression microarrays are now established as a standard tool in biological and biochemical laboratories. Interpreting the masses of data generated by this technology poses a number of unusual new challenges. Over the past few years a consensus has begun to emerge concerning the most important pitfalls and the proper ways to avoid them. This review provides an overview of these ideas, beginning with relevant aspects of experimental design and normalization, but focusing in particular on the various tools and concepts that help to interpret microarray results. These new approaches make it much easier to extract biologically relevant and reliable hypotheses in an objective and reasonably unbiased fashion.